How to distinguish organisms
History

1. compare morphology

2. compare RE digests

3. RAPD

4. sequencing

History of sequencing

Process used: dideoxy sequencing

4 tubes- each with one ddNTP

Ran 4 lanes

Used radioisotopes

Read from bottom to top of autorad

Today

Still use ddNTP

Now use fluorescent dyes

1 tube or 4 tubes

1 tube: label ddNTP

4 tubes: label primer, differently labeled primer in each of 4 tubes

Read label on ddNTP or on primer using a laser

Information is sent to a computer which analyzes the sequence.

Sequence information is put into Genbank

Researchers can search the Genbank database to compare sequences to one another.  

History of Genbank: used to be a database that you had to pay to have time on.  At first it was called GCG and I forget what it stands for.  Over time the government assisted in making the database accessible to the public for “free” over the Internet via the WWW. What used to take an overnight alignment can now be done in about 3 minutes or less. 
